Key indicators: single-crystal X-ray study; T = 153 K; mean (C-C) = 0.002 Å; R factor = 0.048; wR factor = 0.117; data-to-parameter ratio = 19.2.
Related literature
For the medicinal and biological properities of dihydroquinazolin-4(3H)-one derivatives, see: Deng et al. (2000) ; Chenard et al. (2000) ; Bertrand et al. (2001) ; Welch et al. (2001) . For a related structure, see Zhang et al. (2008) Experimental Crystal data Refinement R[F 2 > 2(F 2 )] = 0.048 wR(F 2 ) = 0.117 S = 1.00 4521 reflections 235 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.35 e Å À3 Á min = À0.20 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). (15) Symmetry codes: (i) Àx þ 2; Ày þ 1; Àz; (ii) Àx þ 2; Ày þ 2; Àz þ 1.
Data collection: CrystalClear (Rigaku, 2004); cell refinement: CrystalClear; data reduction: CrystalClear; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXL97. Fig. 1 . The molecular structure of (I) drawn with 50% probability ellipsoids 0.0287 (7) 0.0260 (7) 0.0285 (7) −0.0013 (5) 0.0099 (5) 0.0064 (5) C4 0.0276 (7) 0.0241 (6) 0.0227 (6) 0.0030 (5) 0.0041 (5) 0.0057 (5) 0.0278 (7) 0.0291 (7) 0.0365 (8) −0.0064 (6) 0.0093 (6) −0.0113 (6) C16 0.0190 (6) 0.0307 (7) 0.0190 (6) 0.0080 (5) 0.0051 (5) 0.0039 (5) C17 0.0264 (7) 0.0339 (7) 0.0236 (6) 0.0112 (6) 0.0058 (5) 0.0013 (5) C18 0.0364 (8) 0.0506 (9) 0.0276 (7) 0.0229 (7) 0.0071 (6) −0.0024 (7) C19 0.0370 (9) 0.0760 (13) 0.0255 (7) 0.0292 (9) 0.0149 (6) 
Figures

